RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: - 

Application Serial Number: JSjL O^H)^^^ 

Source: j?/P£ ~ 

Date Processed by STIC: H~ 1(& ~<S*~~ ; 

THE ATTACHED FRINTOUT EXFL^NS BETBCTEB ERRORS, 

PLEASE FORWARD THIS INFORMATION TO THE APPItffcANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

-x-: ; APPLICANT*:WITH : A^ 

2) TE^ 

■■^ 

1TORSEQUEN 

PATENTIN 24 e-mail help: patin2Iheip(%aspto.soy or phone 703-306-41 19 (It Wax) 
PATENTIN 3,0 e-maii help; patin3heip@nsptOvgov or phone 703-306-4119 (3R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,1 PROGRAM, ACCESSIBLE THROUGH THE US, PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELO W FOR ADDRESS: 
httpt//www^uspto.gov/web/ofliees/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/C^Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the folio wing to the indicated addresses: 

j. EFS Bio (<http://wv^ EFS Submissioit 

User Manual - ePAVE) 

2. U.S. Postal Service; U.S; Patent and Trademark Office* Box Sequence, P.O. Box 2327, Arlington* VA 22202 
3;'; Hand; Carry 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 

' "Or ' " " 

U,S. Patent and Trademark Office, Box Sequence, Customer Window* Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 
4, Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 20M South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 



Corrected Diskette 



Page 1 of 8 



II 



OJPE 



:'-'y^ DATE : 0 9/1 6/20 0:2 

PATENT APPLICATION: US/X0/054 , 399 TIMS: 10 : 5.4; 29 

yyyyyyy^ 

Output Set; Ni\CRF4\09162002\JX>54 399 . raw 

2 <110> APPLICANT: VArkowitJs, Robert A 

: x : \ $ \ : |<12 0> ; : TITLE OF INVENTION \ : -NUCLEOTIDE SEQUENCES : ■ AND : j PROTEI N SEQUENCES 
7 <130> PILE REFERENCE: DYOU13.1A2CP1 ; \ 
9 <140> CURHOTT APPLICATION NUMBER-. 10/054399 
C--> 10 <141> CURRENT FILING DATE: 2002-08-30 
: V:7.712 <150>. /PRIOR 

13 <151> . PRIOR FILING DATE: 1998-10-08 

16 <151> PRIOR PILING DATE: 1997-10-15 

18 <150> PRIOR APPLICATION' NUMBER: 09/529, 106 

19 <151> PRIOR FILING DATE: 2000-04-07 

21 <150> PRIOR APPLICATION NUMBER; US 09/732,180 

yyy;'y 

y^ 

'■;.''y'^ 

27 <150> PRIOR APPLICATION NUMBER: PCT/GB98/03033 
30 :<150> PRIOR APPLICATION NUMBER : 9812793.9 . ... 

::'y'^ 

■yyyy^ 
yy':-:'^ 
\'y^ 

y]y^ 

yyy.-:':^ 

:'yy^ 

43 <210> SEQ ID NO: 1 ' ' 

y-:'-y-^ 

45 <212> TYPE: DNA 

46 <213> ORGANISM: Saccharomyces cerevisiae; 
."48 <220>. FEATURE: .... 

7. . . 74.9^<223:^ OTfiEiR INFO^ 
51 <400> SEQUENCE: 1 
: ■ : : 52 ■ : occctetgta • : tacttttcaa : : • ctetgtgaag : ■ ccgcaattta • : aattaccggt : aatagcatct: 60 

53 gacgatttga aagtctgtaa aaaatccatt tatgacttta tattgggctg caagaaacac 120 
• :] : 5:4 ' : tttgcattta acgatga gga ■ gcttttcact ata tccgatig ; ttfcttgccaa ctcgacgtco 180 
y'-y'^ 

.57 <210> SEQ ID NO: 2 
• 58 <211> iENGTH: 7$ 
59 <212> TYPE: PRT. 

y:\y'yyS^ 

62 <220> FEATURE: 

]yy^ 



9/16/02 



Page 2 of 8 



PARENT APPLICATION: 1X3/10/054,399 



DATE r 09/16/2002 
TIME; 10 j 54: 29 



Input Set : : 
Oiitput Set : 



•At\pt;b^ms;.^txt:: : : x : : : : : : : : : :-- : : ;::->: : : : : : 
Nt\CRF4\09l62002\J054399, 



raw 



65 <400> SEQUENCE: 2 



fheS^uerw tfettog, Wease check subsequent 



66 


Pro 


Leu 


Gys lie Leu 




Asn 


Ser 


val 


Lys 


Pro 


Gin 


Phe: 


Lys: 


Leu Pro 


67 


;x;:;i; 




;:;>: : x i x x : 1 x 5 










10 










;;i$x;;;;;;;; 


69 


Val 


lie 


Ala Ser Asp 


Asp 


Leu 


Lys 


Vai 


cys 


iys 


Lys; 


: :Se;r 


lie 


Tyr xAsp 


70 






xx:|xx S:0xxxx; 








x!25; 










x^u; 




72: 


Phe 


: Ile: 


Leu Gly Cys 


X*ys. 


Lys 


His 


Phe 


Ala 


Phe 


Ash 


•Asp 


Glu" 


Giu Leu 


73 






x35v; :;x|xxx;:; 






40 










: : : : 4 : S; 






75 


Phe; 


Thr 


;i:le: : : : S:er:' : :Asp- 


Val 


Phe 


Ala 


Asn 


:Ser: ; 


Thr 


ser 


Gin 


Leu; 


VaixLys 


76: 




:x$0; 






x"5:S; 










:x60: 








7$ 


Val 


:L«?u: 


Clu Val Val 


Glu 


Thr 


Leu: 


Met: 


ASfr: 


:Ser: 


Ser 








79 


;- ; :6;s; 






7 0 










x7S" 











<210> 
:<211> 
<212> 
<2l3>: 
<220> 
<223> 
:<400> 
cccctotgta 
gacgatttga 
-tttgcattta 
cagctggt ca 



82 
83 

:84 
; :8S 

87 

88 

90 

91 

92: 
x93 
:94 

96 
x97 
:98 
:99 
•101 
.202 

;;io4; 

>105 

>io$x-xi 

108 Val 

: .i ; 09 ; . '.•;;; 

•:lli;phe 

:'ii2;x;x;x 

114 Phe 

:115;;-;x: 

117 Val 

:;ii0>x;:65x;x 

121 :<210> 

122 ;<2ii> 
<2i2>; 

<213> 
<220> 

:;<223>: 

<400>; 



;s^;:ip;:;i^ 

LENGTH: 228: ..: 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE^x 

OTHER; INFORMATION i : :0esGriptipn 

SB0OENGE : : : ;:;3:;x;x;:;xx 



of Artif ic ial Sequence r nucleic acid 



1 



tacttttcaa : ctctgtgaag ccgca attta : aattaccggt aatagcattt 
aagtctgtaa aaaatccatt tatgacttta: tattgggctg eaagaaacae 
acgatgagga gctttteact atatccgacg tttttgccaa ctcgaegtcc 
aagtgct aga : ; agt agtagaa ; • acgct aa tga : attccagc ; : ; : ; x ; : ; : ; x ; x ; x ; : ; : ; :x x ; : 
<210> SEQ ID NO: 4 
<211> LENGTH: 76 
<;2i2> TYPE: PRT 
<213>;: ORGANISM^ 

<22Q> : featuke;:;x;xxx;x 

<223> OTHER ; INPORb^ATION i Description; \ of [ Art if ic ia 1 : Sequence 
<400> SEQUENCE: 4 : xx 

Pro : Leu £ys : ; il e : Leu Phe ; Asn Ser ; Va 1 Lys Pro :Gi ri 



i 



Lys Pro Gin Phe Lys Leu Pro 

•; : io : ' :: ' ;;•;;:;• •;• ;::v':\v v. ;i'5"v 

cys Lys Lys Ser lie Tyr Asp 

... 30 

Asp Glu: Glu : Leu 

: . 45 '.v.'. " ' 

Ser : Glh : Leu Va 1 : Lys 

;:;6 : 0xxx;x;::;;x;^ 
Se;r : x : x : x-: ::::: ' : : : :- :: :-: : : : ' : - : :-- : : : x- 



Ala Phe Ash 



Ser Thr 



123 
124 

126' 
127 
129 
■ ■i3Q 
131 
132 



lie Ala Phe A sp Asp ; Leu; Lys ; Vai . Cys Lys Lys 

•20 25 
lie ; Leu : Gly Gys; LysxLys HiS Ph6 

Thr lie Ser Asp Val Phe Ala; Asn 

750': '55---' v. 

Leu Glu : Vai Val: G^ 

• ; 70 ' 75 

' SEQ: 'iD NO: 5 
LENGTH: 228 . ' 
TYPE: DNA 

ORGANISM :: : : Artif i dial : Sequence; x 
FEATURE: 

OTHER : INFORMATION : Descr ipt iony of Ar t i f iciai Sequence :: 
SEQUENCE: 5 .... . . .'; '7 :'. 

cccctotgta tacttttcaa ctctgtgaag ccgeaattta aattaccggt aata^catct 
ggcgatttga aagtctgtaa aaaatccatt tatgacttta tattgggctg caagaaacac 




nucleic 



60 
120 



tttgcattta acgatgagga gctttteact atatccgac 



file://C:\(^4NGum61^ 



9/16/02 



PATEN^ A^ 



^xixxx^xxxxixix^ 

133 cagctggtca aagtgctaga agtagtagaa acgctaatga attoeagc 228 

135 <210> SEQ ID NO: 6 : ... 

136 <211> LENGTH:: :7.6> 

137 <212> TYPE: PRT 

:;l:39:::<i2&^ 
:14Q x<:220>: FEATURE : 

141 <223> OTHER INFORMATION: Description of Artificial Sequence i[ amino acid 
: i 4 3 <4 0 0> SEQUENCE : j :■:'■&.[ 



i 



;i44- Pro ieu Cy^ 

•145. .1 .-" 5 10- -I-5;; 

I'i*? Val :I^ 

:i48 • 20 2;5 . . v'30/-.7 . 

150: Phe lie lieu Gly :Cys Lys: Lys 

151 .35 ..40 45 

: 1$3 Phe Th^ 

i : i54- : . • : :. ::50.y., x: x\ x'.y.> 0^:-':--::-'x":=:$5j:::::::':::':: : :";".".". : !". : .'."; : !"!;!«<>- 1 !|" ! : : !-V-'-':V: 

157 65 70 75 

160 <2i0> SEQ ID NO; 7 

161 <211> LENGTH: 228 

162 <212> TYPE: DNA 

••i:6;3x<^i3>: : .:pRG7^ 

16 5 <220> FEATURE : . % ^ 

166 <223> :dTH^ 

168 <400> SEQUENCE:::. 7 : : . . 

169 cccetctgta tacttttcaa ctctgtgaag ccgcaattta aattaccggt aatagcacct 6:0 
;i76vg*c^ 

171 tttgcattta acgatgagga gcttttcact atatccgacg tttttgccaa ctcgfacgtcc 180 

174 <210> SEQ ID NO: S^x 
1.75 <211> LENGTH: 76 
1.7a <212> TYPE: PRT 

177 <213> ORGANISM; Artificial Sequence 

179 <220> FEATCJRE: 

180 <223> OTHER INFORMATION: Description of Artificial Sequence: [amino acid 
; 1 8 2 : <4;0 0>x SEQUENCE 





183 


Pro 


:Leu> 


Cys 


lie 


Leu 


Phe 


Ash 




Val 


Lys 


Pro Gin 


Phe 


Lys 


Leu: 


Pro 


184: 










: ;.;x5.; 










10 








: : jiiS; 




18$: 


Val 


: iie: 


Ala 


Pro 


Asp: 


Asp 


Leu 


Lys 


Val 


Cys 


Lys Lys 


Ser 


lie 


Tyr 


Asp 


187 








x:;2:0: 










:xa5' 








x30 






1:89 


Phe 


:I:le: 


Leu 


Glyi 


Qys 


Lys 


Lys 


His: 


Phe 


Ala 


Phe Asn 


Asp 


Glu 


GlU : 


Leu 


190 
















: x : 4:p;: 








x:45: : 








192: 


Phe: 


Thr 


lie': 


Ser 


Asp 


Vai 


Phe\ 


Ala^ 


Asn^ 


Ser 


Thr Ser 


Gin 


Leu 


Val 


Lys 


193" 




: 50: 










;x5$; 








XX : xx:X6:a: 










195 


Val 


LiBii 


:Glu; 


Vai 


Val: 


GlU 


Thr 


Leu 


Met 


Ash. 


Ser Ser 










196 


:: ; :;65; 










x|70: 










V;:7$x:xxx 











199 <210> SEQ ID NO: 9 
2 00: : <21 1> : LENGTH : 392 . 

: 201 : : <21 2> : TYPE * : : : PRT : : :X : .x 



file://C:\C^^ 



PATENT : APpilC^T±bl!l : : CTSi/1 0/0 5 4 > 3^ ^ : : : ^ TiME : 10 : 54 2 2 9: : 

;i£ptl^ 

; Output ;: ;S:et Ni\CRF4\^ 



202 


<:21 3> ORGANISM r 


Artificial Sequence 
















204 


<220>; FEATURE:: 


























205 


; «223>; oxhbk; 


INFORMATION 


r Description of 


Artificial: ; Sequence 


: f airi 


208 




9 V. 
























Ly s 


He 


lie 




Glu 


Phe. 


;v<*i; 


;Ala; 


Thr 


Glu; 


;Arg : 


Lys 


Tyr 


Val 


His 


Asp 


209; 




















10 










15 






Le U 


Glut 


lie 


Leii 


Asp 


Lys 


Tyr 


•Arg; 


Gin 


Gin 


Leu 


Leu 


Asp 


Ser 


Ash 


Leu 


212: 




























; : ;30: 






:214: 


: lie 


Thr 


Ser 


GIU 


GIU 


Leu. 


Tyr 


Met 


Leu 


;phe; 


;Prc* : 


Ash: 


Leu 


; : Gly : 


Asp 


Ala 


215 






;': : : : -3k' 










;;;4;o; 










: .;:45' 








•217; 


lie : 


Asp 


Phe 


Gin 


Arg 


Arg- 


Phe 


Leu 


;iie; 


;Ser; 


Leu; 


Giu; 


lie 


.Asn.; 


Ala; 


Leu: 


218 




50 










;; : 55; 










:;;6;0: 










:220:; 


Vai 


Giii 


Pro 


:Ser 


Lys 


Gin; 


Arg 


; : i;ie; 


Gly; 


Ala 


Leu 


:Phe: 


Met 


His: 


;Ser; 


;Lys; 


221 












.70 










: :;:7:5; 










; 80 


'•223;: 


His 




Phe 


Lys 


Leu 


Tyr 


Glu 


Pro; 


Trp 


: :Ser: 


;;xie : 


Gly 


Glh 


Ash 


Ala; 


: » :*i : '->.■ 
Ala 


224 




















:;;90:; 










: : : :$S : 




226 


He 


Glii 


Phe 


Leu 


Ser 


;Ser: 


Thr 


Leu 


His 


;Lys; 


Met 


Axg: 


Val 


;As.p; 


Glu 


.;.S<er' 


227: 








•X .vfV. 










105 










110 










•_•::•: 
Arg: 


jrne . 




lie 


Asn 


Asn 


Lys 


Leu 


giu; 


Leu 


Gin 


ser 


Phe 


Leu 


Tyr 


:210 ; : 






YVC 
lly 










i2p; 










;:125; 








•:23:i: 


Lys 


;_:: : : : : : : 
Pro 


. V.<* 4>. 




Arg 


Leu 


Cyis 


Arg 


?yr 


Pro 


Leu 


Leu: 


Val 


;Lys; 


Glu 


Leu 


■:2:3;3: : 














;;!:$;$; 










140 










: -23:$> 


Leu 


Ala 


fit T 11 


■Sex 


Ser 


Asp 


Asp 


Asn 


Ash 


Thr 


Lys 


Glu 


Leu 


Glu 


Ala 


Ala 


;:2;3.6 : : 


145 










150 










155 










160 






Asp : 


lie 


ser 


Lys 


Asn 


lie 


Ala 


Arg 


;ser.; 


lie 


Ash 


Glu; 


Ash 


Glh 


Arg 


:2:3;9:; 










165 










17:0;: 










175 




241 


Arg 


Thr 


Glu 


Ash 


His 


Glh 


Val 


; Vai;. 


Lyis: 


Lys. 


;Leu ;; 


Tyr 


Gly 


Arg 


Val 


Val 


24:2 








180 










i85 
















244 


Asn 


Trp; 


I>ys 


Gly: 


Tyr 


Arg 


lie 


Ser 


Lys 


Phe 


Gly 


Glu 


Leu 


Leu 


Tyr 


Phe 


:245:^ 






195 










200; 










:;2o$; 






:■:■::•:■ 


247; 


Asp; 


Lys; 


v*i; 


Phe 


lie 


•Ser ; 


Thr: 


Thr 


Asn 


;Ser; 


;Ser; 


Ser 


;;gi;u; 


;Pro:; 


:Giu- 


Arg 


^48; 




210; 










215 










220 










250 


Glu; 


Phe 


Giu; 


Val 


:Tyr: 


Leu: 


Phis 


Glu 


Lys 


;;iie; 


lie 


:lie; 


Leu; 


Phe; 


: Ser; 


Glu 


251: 


225; 










:;2:30:; 










235 










240 


253 


Val 


;vai;; 


Thr" 


Lys 


Lys 


'Sex; 


Ala; 


Ser 


;Ser; 


Leu 


lie 


Leu 


Lys 


^Lys; 


Lys 


;Se:r: 


254 










245 










250 










255 




256 


Ser 




Ser 


Ala 


Ser 


Tie 


Ser 


Ala 


Ser 


Ash 




:Thr 


Asp 


Asn 


Asn 


Gly 


257 








260 










265 










270 






259 


Ser 


Pro 


His : 


His 


Ser; 


^.yr: 


His: 


Lys 


Arg 


His : ; 


Ser 


Asn 


Ser 


Ser.; 


.Ser; 


Ser 


260 : 






275 










280 










285 








•26:2- 


Asn 


Asn 


lie 


His 


Leu 


Ser 


ser 


Ser; 


;s:er; 


Ala; 


Ala 


Ala 


;;i;ie;; 


: lle; 


His: 


Ser 


263 




29o; 










295 










300; 










265 


Sex 


Thr 


Asn 


;ser.; 


;S:er:; 


Asp: 


Ash 


Ash: 


;Se.r: 


Ash 


Ash 


Ser 


Ser 


Ser 


Ser 


Sex 


26 6 


305 










310; 










:315: 










320 


265 


Levi; 


Phe 


Lys 


Leu 


S'er : 


Ala;; 


Asn 


Glu 


Pro 


Lys 


Leu. 


Asp 


Leu;. 


Arg 


Giy; 


Arg 


26$ 










32 5 










330 










;33;5; 




:27;i : 


• ; xie: ; 


Met 


;iie;; 


Met. 


.A.sn: 


Leu: 


Ash 


Glh 


>ii;e"; 


lie 


P.to, 


Glh 


Asn 


Ash 


Arg 


Ser 


272 








340 










345 










350 






274 


Leu 


Ash 


lie: 


Thr 


;.Trp' 


Glu 


;ser- 


: ile 


Lys 


Glu: 


Glh 


Gly 


Asn 


Phe 


Leu 


Leu: 




file://C:\CRF4vOuthold^ysrJ054399.htm 
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275: 






355 




3€o; 


277: 


Lys 


me ; 


Lys; 


Asn Glu :Glu ; Thr 


Arg 


278; 




370: 




375 




280 


Gin 


Leu 


ile 


: His Asp : : Leu : j Lys 


Asn 


:2;ai;: 


385 






390 





294 
285: 
286 
287 
289 
290 
292 
293 
294 
295 
296 
297 
298 
299 
300 
301 
302 
30 3 
304 
305 
306 
307 
308 
309 
310 
311 
312 
313 
314 
316 
317 
318 
319 
321 
322 
324 
325 
326 
328 
329 
.331 
332 
334 
335 



<2.10> 
<211>' 
<212> 

<?13>; 

<220> 
<223> 



seq 



KAW SEQUENCE LISTING 
PATENT APPLICATION; 

inputs : ; Set': Aj\pto_ms vtxt ; 
Output Set; Kr\CRF4\09162002\J0 



ID 



L26 



NO 

LENGTH: 1 
TYPE : DNA 
ORGANISM;: 
FEATURE ; : : 
OTHER INFORMATION 



10 



Saccharomyces 




399 



54399 



Ser 
380 



raw 



36 



DATE; 
'TIME:; 



5 



Ser Cys 



10 



09/16/2002 



54 



Leu Gin 



29 



Page 



<400> SEQUENCE r 10 



at^gcsacatc 
ccacaaagtc 
gccagacaag 
gatgcaagct 
ttaaagccaa 
cgagattcaa 
gettcaggtt 



agagtaaaca 
tattccagat 
atatcgfcgtt 
aaegtatttt 
taaaacagaa 



atttcgccat cgagtacttt 
agagtttcga aagaaaacag 
tgctatattt ctgacattga 



atgacatgtg 
ttaggtgatg 
a cat teg eta 



gctgtacaaa gettttaegt 



gggatgtcga 
gactgttcta 



agatggactc gataaegtat tctaataatg 
tacaggatat etctgeagtg gaggaagaaa 
get teat get eaaataaata 
ggccaacaaa gttaettegt 
gaaaggecat aataataaaa 
gagtgcaagt caagatggct 
cgctattcca ttagattctc 
ggtageaagc gcagg'attaa 
agtagcgeaa aacgttgcgt 
atttaeagat aacgeacata 
tataccgaaa gcaaagaggg 
agetattcct gaagagccaa 
agaegggtat acttacatat 
t aacga fcagt gatattaa tg 
aagtgacaat ggtgcga taa 
ttetcttttt cgaggttatg 
ggagtacaat accgcgcaat 
eaaecaaggc gttgtttctt 
tacagacatt ggttgtgttg 
aggtea tggt : ggcagagtca 
aggttcatgg gaotcaacca 



ccttgtggga 
ttttggcatt 
gctgtggatc 



ttgttgcagg 
ttgetaettt 
acttatatgg cagctaacat 
jacaagctcaa. : : getatctaga 
agattgatgt acteatgeta 
gagattgttg gaaaattaga 
gatgggttag otgtafcgtac 
ta tea a tag 
<210>: SEQ :iD: 

LENGTH; : 422 
TYPE; PRT ; : ; 

ORGANISM: Saccharomyces 
FEATURE 

OTHER I NFC f ? I »N 
SEQUENCE 



<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



Met 

•/.:1 
Gin 



GlU 
His 



Ala 



NO:: 11 



Tyr 
lie 



Ala 
50 



His 



lie 



Gin 
35 
Gin 



Gin 



Gin 
20 
Asn 



lie 



Met Asp 



Pro Gin 



Lys lie 



Asn Lys 



cerevxsiae 



Ser lie Thr Tyr 

.:'. 10 

Ser Leu Gin As p 



Glu Ala Ala Arg 

::x:::::i:::;40 ••;;:•;;:;•;:;:;:;; 
Ala Lys His Lys 

: : :55>:x>:;x:-::x:>;>::-x 



teaeceaaca 
ttcaaaataa 
aagcaaaaca 
tgaecaaaaa 
tetcagattt 
ttatgettat 
aatgggttct 
acaataactg 
caattttcaa 
tattgaeage 
tgagagaata 
acttagaaaa 
gggatagcag 
caottegttt 
atatgtatga 
aagaaegtae 
cgceaeaaac 
tagattttag; 
tgtgggatgt 
ctg : gtgtgcg 
tgaaaatatg 



gtatatacaa 
aatagaggee 
caagataoaa 
taagateaac 
tcggtggagt 
atigggacagt 
ttcctgcge.t 
taecatttat 
aggacatact 
aagtggggiat 
ttctgaccat 
ttcttcgaac 
atctcegtce 
tttcaaagac 
tttaaggteg 
ccctacccct 
tttaaaatca 
tgeatctgga 
attaaaagga 
ctcgagtcca 
gtctceaggt 



Ser 



6:0: 

12:6 

18:0: 

240 

300 

360 

420 : 

480 

5:40: 

6 op; 

:66:0 
720> : 
780/ : 
840 :: 
90:0 
960 : 
1020 
1080 
1140 
1:20:0!: 
1260 
1269 



lie 
Glti 
lie 



Asn ; Asn Va 1 Thr G in 
15 

:ser;; Al:a: Val; GIuVgIu:: 
30 

Glu [ Ser Ly S ! Gin Leu 
45 

Gin Asp Ala Ser LeU 



me/oz 



PATENT APPLICATION: US/10/054 r 399 TIME: 10:54:30 '.' 

. Xnput Set : Ai\pto_jas*l:xt: . . . 

V/ ; Output Set: Ni\CfcF4\O91620O2\JO54399.i:aw : 

Please Note? 

p-se of ii aiid/6r 

Sequence X4.st4.ng to ensure that a corresponding explanation is presented in the <220> 

;to:><223:>of^ 

Seq#:32; N Pos . 12 ... 



file://C:\C^4>OumolcKVsrJ054399.htm 



•VERIFICATION 
PATENT ^ 



yyiy^ 
■y^ 

L,184 3 M; 2:83 W: Missing Blank Line separator/ <400> field identifier 



PATENT APPLICATION: US/10/054 , 399 TIME : 08; 57; 09 



: Output Set; N:\CRF3\09102002\J054399, raw 

&ria M:2?l C; Current Filing. Date differs/ Replaced Current Filing Date 
i* , 17 99 M ; 341. W : ( 4 6 ) "n* or w Xaa w used/ for SEQ ID# : 32 
Liil816 M;341 W; <46) »n" or "Xaa" used, for SEQ ID#:33 

k;i : 84i: 

C:1841 M:282 W: Numeric Field Identifier Missing, <213> is required, 
1^1841 M:206 E; Mandatory :H 

C-39 M:203 E; No, of Seq, differs, <160> Nujtteer of Sequences : Input (37) Counted (36) 
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GIBE 



RAW SEO0ENG13 itSTING 

PATENT APPLICATION : 08/10/05:4 , 399 



DATE; 09/10/2002 
TIME : 08:57:08 



Output Set: N*\CRF3\09102002\J054399.raw 

2 <110> APPLICANT: Arkowitz, Robert A 

3 Nern, Peter MA 

: : : : : X x :^ 

7 <130> FILE REFERENCE : DYOU13 , 1A2CP1 

. 12 <1S0> PRIOR APPLICATION NUMBER: 09/168/ 474 
13 

: : : : 15 : <^ 08/951,141 • 

.....16 <151> PRIOR FILING DATE: 1997-10-15 

: x 18 

19 <151> PRIOR FILING DATE: 2000-04*07 

30 <150> PRIOR APPLICATION . NUMBER: 9812793.9 

31 <151> PRIOR FILING DATE: 1998-06-12 

34 <151> PRIOR FILING DATE: 1997-10-08 

36 <150> PRIOR APPLICATION NUMBER: 9721358.1 ... 

37 <151> PRIOR FILING DATE: 1997-10-08 
:E-:->:':3?-: <160> : : N^ 

41 <i70> -SOFTWARE: Patentln Ver 



ERROR ED SEQUENCES 



A <e<J h i^St^ |$p§ 



1839 / I <21Q> SEO^DNO: 35 <2ll> 19 <212> PRT <213> Candi da albicans <400> 35 1 
W r - > . " : 18 41 ^<2ll^ ■ ' 

W->>: :1841 <212>: 
W--> 1841 <213> ORGANISM* 

18:41 Asp Ser Gin 

1842 1 5 , 10 15 



file://e^G^3\Outho 



